All-India Institute of Medical Sciences

Ansari Nagar, New Delhi-29
(RESEARCH SECTION)

Ref. No. 03/Prop/R.D/Hemato/23-24/RS Dated: - 25 l"”"* )23

Subject: Procurement of GWAS Study using Gene imputation with a South Asian Population
Database comprising of more than 4000 sample and cover more than 40 ethnic groups across
india -1000 Nos_Inviting comments thereon.

ded kR

The request has been received from Dr. Rishi Dhawan, Asst, Professor, Dept_of Hematology,

ATIMS, to purchase the subject item from M/s. Medgenome, on proprietary basis. The proposals

submitted by M/s. Medgenome,  and Performa Invoice and Departmental PAC certifications are

attached.

The above documents are being uploaded for open information to submit objections, comments, if
any, from any manufacturer regarding proprietary nature of the equipment/item within issue of 15
days giving reference No. 03/Prop/R.D/Hemato/23-24/RS. The comments should be received by

office of Stores Officer (RS), Research Section at AIIMS on or before __/3 I 85 } 23 upto

12:00 p.m., failing which it will be presumed that any other vendor is having no comment to offer

and case will be decided on merits.

STORES OFFICER (RS)
Encl: Related documents enclosed.

1. PAC Certificate enclosed.
2. Performa Invoice.
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Quotation

Dr Rishi Dhawan,

Additional Professor,

Dept of Haematology,

All India Institute of Medical Sciences,
Ansari Nagar, New Delhi~ 110028,

/

India.
['s. No. | Description of Services Quantity i Unit Price {3} _ | Total cost (%)
g GWAS  Study- using  Gene [ 1000 5,800.680 5,800,000.00
imputation with 3 South  Asian :
| Population Database comprising of
more than 4000 samples and cover
muore than 40 ethnic groups across
indta ‘
* As per specification aitached
Total 5,800,000.00
GST® (18%) 1,044,000.00
Project Cost (%) | 6,844',00@.90

Commercial-queries:

Suraj Nambiar

Head, Academic Sales
MedGenome Labs Pvt. Lid.
T:491 97454011 17

E surgl.a@medgenome.con
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Certificate of Reasonabienessof Price

ed quotation for - GWAS Study-using Geng imputation with
ing of more than 4000 samples and cover more than 40
on proprietary basis are lowest.and best we
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a South Asian Popuiation Database coimprls
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GWAS Study- using Gene imputation with a South Asian Population Database comprising of mo’ré-tha‘ﬂ—l
4000 samples apd cover more than 40 ethnic groups across
Technical specifications

1. Genotyping should be done using Hlomina GSA V3{Global screening arzay) which.has =6, 00,000 markers.

5. GSA study should be done with gene date imputation from South Asian Population database (SAS) specific
markers which are more specific (o the Indian population.

3. Genotype Imputation should ‘be done with a South Asian reference panel must be provided, comprising of
rnore than 4000 samples. _ _

4. (eriotype Imputation reference panel should cover moye than 40 ethinic groups 46ress India.

5. 1000 Control samples must be provided by the company and database will be shared separately
before initiating the project.

§. Data analysis should be done by experienced PhD level Scientists with 10%years of experiencein
Bioinformatics. _

7. The array should provide critical coverage of the biological categories, such as coding SNPs, and biological

© pathways

8, Array should cover indels, exome vatiants, copy number variants (CNV).and top GWAS hits from published
studies for the specified diseases.

9. Cenotyping results should ave $95.5% SNP call rate, and >99% reproducibility and should ensufe that all
the markers are accéssible in every batch (adequate supporting machine report must be provided).

10. The vendor should provide raw data with preliminary analysis of the results, inciuding Sampie QC, Cluster
analysis for SNP classification, infernal control evaluation, Cafled Gender QC, Pass thresholds for sample
QC, SNP QC including Call Rate and MAF filters, '

' 11. The vendor should also provide advanced analysis results, including Principal Component Analysis (PCA),
Association Testing with dominant, recessive, and additive models, false detection rate-testing, muitiple test
correction test, P-P plot and Q-Q plot.

12. Variant anniotation: Complete annotation of the variants obtained above using contemporary tools and their
summary statistics should be provided. The names of software and parameters tsed for the annotation
should be provided.

13, Sample Source - Blood . DNA extraction and QC to be done by supplier.

14. Genotyping calls with call rates will be provided.as-basic quality check of the data.

15. Raw data, sample sheet, and exported files (idat file and .txt files) will be provided.

16. Extracted DNA need to be returned to user address in batch-wise matiner as deft aed by the client.

17, The complete scope of wark should be done by the vendor within India.

18. The vendor should provide a facility certificate to testify the possession of an in-house Hlumina iScan
explicitly in name of the Company (it should not be on lease agresinient-or tie up or sollaborative-mode).

., 19. The vendor should have demonstrated scientific capability for the successful completion of undertaken
genormics projects, &s documented by the vendor having research publications in peer reviewed journals.
Appropriate web link to support this clatm should accompany the proposal.

20. Organization should be involved In providing services for the last § yoars. Should have Bxperience in the
Feld of Microarray for 3-5 years af least. Proof of experience to be submitted. ‘

21. The facility should be CAP accredited for DNA services |

9. Should have a confirmed order copy fom institutions for working on Glob | Screening Array Projects,
wherz at least 10000 samples have been processed. Order copy should be shared along with list of user so
that feedback can be taken from peaple who has used the Services . :

93, Acknowtedged recognition for the yendor repute as demonstrated by:its pasticipation in eny multi-nation aud

: multi-ethnic genomics study projéct(s) would be preferred.

24, The vendor should specify the GST tax in the financial bid.

5. Scalable polygenic score Framework in India apd developed & GPRCAD for South Asians

| 26. Publications in Intesnational Journal with Jxipact factor above 20
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ALL INDIA INSTITUTE OF MEDICAL SCIENCES

Ansari Nagar, New Delhi-11002%

RESEARCH SECTION

PROPRIETARY/SPECIFIC BRAND GOODS CERTIFICATE

Ttem/Type/Mode! Number required

GWAS Study- Usmg Cene impulation with % South Asian Population Databasz

L along with specification. eoinprising of more then 4000 samples and cover mare than 40 efhnic groups

acress [ndid

o Is the item a spare part attachment or | NA
secessory for an existing equipment.

3 | Name of the manufacturer/sole | Medgerome LebsLtd
distributors of the iterm. : .

4, Are fhey sele manufacturers/scle Yes, As foras onr market survey, internet search show that enly

distributors of the item. Medgenome Labe 1td can provide and fulfil specification-eritical to sicoess
) of this projeet.

5. is there any other ftem with similar/ There is no other vendor
equivalent specification available in | 1. Medgenome is Labs Lid is only one who has excess fo gene gata
the market to meet the job Impaitation from Seuth Asian Pepuiation database (SAS) specific markers
gqm’;ﬁmem envisaged. If the answer which are more specific to the Indian populstion.
is yes, why the same Galm’t b2 | 5 oniy Medgeriome Labs Lid has South Asian reference paneland only they
Er_pcur&d, Defuandmg' ofﬁcg sh‘auld can provided, comprising of more than 4000 samples,

fing oMt GRRIpETALYR _ncnona_l 3. Omly Medgenome Lahs Itd has 1000 Conirol sampies and will bz provided

advantages/ cost effectivencss of the - . } . i

racomménded  Hem  front. fhese by the company abd datsbase will be shared separately ondée the project i8

" offered by ofhers. completed  Medgenoime Labs Lid Genotype Imputation reference pang!
caver more than 40 ethnic grovps across Indis,

G. | What were the efforts made to locate »  Internet Search
alternative source of supply or use s Marke! rescarch fom various eompanies

| other substinies. o ‘ - _

7. Why open/ Mmited tender can’t be | Tendring is not dane yet as access to Gene Inputation with 2 South Asian
resoried o, for locating elternative Pupulation Datahase comprising of mare than 4000 samples end cover more than
SOUCE, 40-sthnic grouws across India is-not available In Market. Being Part of South

Asian Genome project Medgenome has acckiss to-this data,

8. Are the proprictary items certifying | Yes. Necessary eertificates are aftachad.
that the rates are reasonable or not, i

G | Any-other justification. for procuring | Ne
{tem from single source.

XY o &
"] A\, .‘:k."."- /
\ C 211 :‘ £X1 !
. /X‘."’.i?w et 2
| gertify that ftemat Sr. no. 1 above is raglired to be procured on single-tender basis as ;the:;s i
Definity known/ the specific brand proposed was advertages in meeting our functional r»,gquh;er—nenﬁar{d

tender system could be dispensed with as they wauld serve no useful purpose in this particular case:




